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ZENG Hui-ting, SU Shu-lan, ZHU Yue, GU Wei, QIAN Da-wei, DUAN Jin-ao

Jiangsu Collaborative Innovation Center of Chinese Medicinal Resources Industrialization, and National and Local Collaborative
Engineering Center of Chinese Medicinal Resources Industrialization and Formulae Innovative Medicine, Nanjing University of
Chinese Medicine, Nanjing 210023, China

Abstract: Phenolic acids with significant biological activity and pharmacological effects are a class of active ingredients in the roots
and rhizomes of Salvia miltiorrhiza used for the treatment of cardiovascular and cerebrovascular diseases. With increasing the demand
of clinical and market, enhancing the contents and utilization efficiency of phenolic acids in the roots and rhizomes of S. miltiorrhiza
has the important practical significance for sustainable development. In this paper, the research progress in study on genomics,
proteomics, and metabonomics in recent years was carried out to summarize the biosynthesis pathway, key enzymes genes, regulation
mechanism, and bioconversion and utilization of phenolic acids in the roots and rhizomes of S. miltiorrhiza, which lays the scientific
foundation for the efficient production and comprehensive utilization of phenolic acids resources in S. miltiorrhiza.
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