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Fig. 5 Nuclear localization of the SmERFI protein in onion epi—

dermal cells
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Expression analysis and subcellular localization of an ERF
transcription factor from Salvia miltiorrhiza

WU Wen-yan' JIANG Xi-hong' LIU Chun-sheng' HUANG Lu-gi® SHEN Ye”
(1. School of traditional Chinese Medicine Beijing University of Chinese Medicine Beijing 100029 China;
2. National Resource Center for Chinese Materia Medica China Academy of Chinese Medical Sciences Beijing 100700 China)

Abstract  Objective: A SmERF1 gene was isolated from Salvia miltiorrhiza and expression patterns to different stress condi—
tion were analysed in the root tissues of S. miltiorrhiza. Method: The ¢cDNA of SmERFI gene from S. miltiorrhiza was isolated by RT-
PCR and the phylogenetic tree using the neighbourjoining tree method in Mega 5 was obtained. To confirm the protein is likely to lo—
calize in the nucleus the SmERF1 coding region was fused to the N-terminus of the GFP gene under the control of the CaMV 35S pro—
moter and transferred into onion epidermal cells using the particle bombardment method. Semi-quantitative RT-PCR analysis revealed
different expression pattern of SmERFI gene in response to exogenous ABA  MeJA and SA. Result: The phylogenetic tree analysis re—
vealed that SmERF1 is most similar to AP2/ERF VI subgroup members. The transient expression of the SmERF1: : GFP fusion protein
indicated that the SmERF1 was exclusively localized to the nucleus. The transcript of SmERFI highly accumulated when the plants
were treated with MeJA while accumulated slightly in response to exogenous ABA salicylic acid. Conclusion: These results suggest
hormone such as ABA  MeJA and SA signaling pathways can be involved in the activation and inhibition of the SmERFI.

Key words  Salvia miltiorrhiza; ERF; expression analysis; subcellular localization

doi: 10. 4268 /cjemm20130705

* 961 -



