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Identification of Astragalus Plants in China Using the Region ITS2
Gao Ting, Yao Hui, Ma Xinye , Zhu Yingie, Song Jingyuan
(Institute of Medicinal Plant Development, Peking Union Medical College & Chinese Academy of Medical Sciences,
Beijing 100193, China)

Abstract: Astragalus is a large genus in China, containing various medicinal plant species. In this study, we tested
the applicability of a DNA barcode ITS2 for identifying medicinal plant species within the Asiragalus genus. The re-
sult showed that ITS2 has great universality, proper intra— /inter—specific divergence, obvious Barcoding Gap, and
strong species discrimination power. Based on the BLAST1 method, 41 of 47 Astragalus species have been identi-
fied by ITS2. In addition, ITS2 secondary structure is of significance for the systematic and taxonomic study. There-
fore, ITS2 may be a useful barcode for Astragalus species, with great application value.

Keywords: ITS2, Asiragalus, ldentificaion, DNA barcoding
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