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A new herbs traceability method based on DNA barcoding—origin—morphology

analysis an example from an adulterant of "Heiguogouqi”

GU Xuan' ZHANG Xiao—gin' SONG Xiao-na' ZANG Yi-mei' LI Yan-peng'
MA Chang-hua' ZHAO Bai=xiao® LIU Chun-sheng'’
(1. School of Chinese Pharmacy Beijing University of Chinese Medicine Beijing 100102  China;
2. School of Acupuncture-Moxibustion and Tuina Beijing University of Chinese Medicine Beijing 100029 China)

Abstract  The fruit of Lycium ruthenicum is a common folk medicine in China. Now it is popular for its antioxidative effect and
other medical functions. The adulterants of the herb confuse consumers. In order to identify a new adulterant of L. ruthenicum a re—
search was performed based on NCBI Nucleotide Database ITS Sequence combined analysis of the origin and morphology of the adul-
terant to traceable varieties. Total genomic DNA was isolated from the materials and nuclear DNA ITS sequences were amplified and
sequenced; DNA fragments were collated and matched by using ContingExpress. Similarity identification of BLAST analysis was per—
formed. Besides the distribution of plant origin and morphology were considered to further identification and verification. Families and
genera were identified by molecular identification method. The adulterant was identified as plant belonging to Berberis. Origin analysis
narrowed the range of sample identification. Seven different kinds of plants in Berberis were potential sources of the sample. Adulter—
ants variety was traced by morphological analysis. The united molecular identification-origin-morphology research proves to be a preced—
ing way to medical herbs traceability with time-saving and economic advantages and the results showed the new adulterant of L . rutheni—
cum was B. kaschgarica. The main differences between B. kaschgarica and L. ruthenicum are as follows: in terms of the traits the
surface of B. kaschgarica is smooth and crispy and that of L. ruthenicum is shrinkage solid and hard. In microscopic characteristics
epicarp cells of B. aschgarica thickening like a string of beads stone cells as the rectangle and the stone cell walls of L. ruthenicum is
wavy obvious grain layer. In molecular sequences the length of ITS sequence of B. kaschgarica is 606 bp L. ruthenicum is 654 bp
the similarity of the two sequences is 53.32% .
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