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Applications of DNA barcoding in Chinese materia medica identification
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Abstract: DNA barcoding involves the standardized use of one or a few DNA regions to tell species apart. It represents a hotspot of
biological studies and one of the most rapid development directions of biology in recent years. Herein, we reviewed the development
and current advances of plant DNA barcoding, focusing on the prospect of ultra-barcode in the identification of closely related species;
The applications of DNA barcodes in the identification of traditional Chinese herbal medicine, the identification of genuine medicinal
material and medicine traceability system. We also emphasized that the plant DNA barcoding will play an important role in the
evaluation, protection and sustainable utilization of traditional Chinese medicine resources. This review may offer a new idea for the

proceeding studies of medicinal plant DNA barcoding.
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